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Abstract
In mood disorders, psychomotor and sensory abnormalities are prevalent, disabling, and intertwined with emotional and
cognitive symptoms. Corticostriatal neurons in motor and somatosensory cortex are implicated in these symptoms, yet
mechanisms of their vulnerability are unknown. Here, we demonstrate that S100a10 corticostriatal neurons exhibit distinct
serotonin responses and have increased excitability, compared with S100a10-negative neurons. We reveal that prolonged
social isolation disrupts the specific serotonin response which gets restored by chronic antidepressant treatment. We identify
cell-type-specific transcriptional signatures in S100a10 neurons that contribute to serotonin responses and strongly associate
with psychomotor and somatosensory function. Our studies provide a strong framework to understand the pathogenesis and
create new avenues for the treatment of mood disorders.

Introduction

Our understanding of mood and anxiety disorders is limited
due to the complexity of the circuitry involved and the
diverse symptoms manifested in these diseases. Research
has largely focused on the emotional and cognitive symp-
toms, yet these disorders are also commonly associated with
psychomotor and somatosensory abnormalities [1–6],
including changes in basal activity levels and sensory per-
ception of internal and external cues. In fact, such dis-
turbances are considered some of the core symptoms of
depression [7, 8], and account for a high proportion of the
disability as well as personal and societal costs arising from
mood and anxiety disorders [9].

Corticostriatal neurons are pyramidal neurons in the
motor, sensory, and association areas of the cortex that
coordinate goal-directed behavior across emotional, cogni-
tive, and motor domains [10, 11]. A prominent sub-
population in the motor and somatosensory cortices has
been found to be critical for the efficacy of antidepressant
treatment with the selective serotonin reuptake inhibitor
(SSRI) fluoxetine (Flx) [12]. This subgroup of corticos-
triatal neurons is characterized by expression of the mood-
and antidepressant-responsive protein S100a10 (p11)
[12–15]. The S100a10 protein regulates multiple ser-
otonergic receptors and effector ion channels [16–21]. The
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neurotransmitter serotonin (5-HT) exerts complex effects on
motor control and behavior [22–26]. However, it is not
known how 5-HT modulates the physiology of the S100a10
population of motor and somatosensory neurons. Since
these S100a10 corticostriatal neurons participate in a net-
work controlling motor, premotor, and sensory function,
disruption of their normal modulation may trigger psycho-
motor and sensory abnormalities [10, 27, 28].

In the present study, we investigated the serotonergic
modulation of motor and somatosensory S100a10 corti-
costriatal neurons across healthy, stressed, and chronic
SSRI-treated behavioral states. We used transgenic mice
that label the S100a10 neurons to examine their role with
respect to serotonergic neurotransmission, behavior, and
antidepressant physiology. We report that these neurons
have a unique ‘electrophysiological signature’ to 5-HT
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which is disrupted by the induction of chronic social iso-
lation stress. This condition was previously shown to yield a
constellation of behavioral changes, including depressive-
and anxiety-like behaviors [29–31]. We show that socially
isolated mice lose the serotonergic properties of S100a10
neurons, exhibit a reduced exploratory behavior in their
homecage (a familiar environment) and exhibit hyper-
activity in an open field (a novel environment). Chronic
treatment of socially isolated mice with Flx restored the
stress-induced modulatory electrophysiological pattern and
introduced additional electrophysiological changes; how-
ever, isolation-induced changes of exploratory behavior are
only partially recovered by chronic Flx. Of note, we found
that a subpopulation of Flx-treated animals showed anxiety-
like behavior. Anxiety effects of SSRIs have been observed
in patients [32–36] subjected to chronic SSRI treatment, but

the mechanism is unknown. We characterized the tran-
scriptional alterations that mediate changes in behavior and
physiology across healthy, stressed, and chronic anti-
depressant treatment states by profiling the translatome of
motor and somatosensory S100a10 neurons using translat-
ing ribosome affinity purification (TRAP) analysis. Toge-
ther, these studies provide a strong molecular framework for
defining the complex physiology of a selective population
of sensory and motor cortical neurons that, when perturbed,
leads to mood dysfunction and may identify new avenues
for treatment of sensory and motor symptoms.

Results

S100a10-expressing pyramidal neurons show
distinctive 5-HT responses and enhanced excitability

To identify S100a10-expressing neurons, we used the
S100a10 bacTRAP transgenic line that expresses EGFP-
tagged ribosomal protein L10a (EGFPL10a) under S100a10
transcriptional regulatory elements [12]. EGFP fluorescence
was detectable in live cortical slices and the fusion protein
was restricted primarily to the soma, allowing for easy
identification of labeled cells, and was costained with the
p11 protein [12] (Fig. 1a, b). To decipher the unique phy-
siological characteristics of S100a10 neurons, we performed
whole-cell patch-clamp electrophysiology in cortical slices
obtained from S100a10 bacTRAP mice. We focused on
motor and somatosensory cortical areas which are critical
for psychomotor and sensory functions and harbor an
abundant expression of S100a10 in layer 5a corticostriatal
neurons [12] (Fig. 1a, b).

To characterize the physiological properties of cortical
layer 5a S100a10 neurons, we examined their membrane
properties in comparison with the neighboring unlabeled
cells. The passive membrane characteristics of layer 5a
GFP+ and GFP− pyramidal neurons including the mem-
brane capacitance (Cm), the resting membrane potential
(Vm) and the input resistance (Rinput) did not differ
(Fig. 1c–e). There were, however, differences in the active
properties of these neurons. The spike amplitude of GFP+
neurons appears significantly larger and the spike threshold
is significantly more hyperpolarized compared with those of
unlabeled neurons (Fig. 1f, g). GFP+ neurons are weakly
adapting cells (adaptation ratio; GFP+: 0.74 ± 0.02; GFP−:
0.81 ± 0.03, unpaired t-test, p= 0.074) with relatively low
voltage sag rectification (Fig. 1h). These properties are
consistent with the electrophysiological parameters pre-
viously reported for intratelencephalic corticostriatal neu-
rons in adult mice [37], classifying GFP+ cells among the
type 2 neurons [38–40]. Consistent with these properties,
GFP+ neurons fire at a greater frequency compared with

Fig. 1 Membrane properties and 5-HT responses of S100a10 neurons
compared with GFP− cells in M1 layer 5a. a S100a10 (GFP+)
expression is restricted to layer 5a neurons in motor/somatosensory
motor cortex. GFP (green) and NeuN (red) stainings are shown. Scale
bar, 30 µm. b Double labeling with anti-GFP and anti-S100a10 anti-
bodies in the sensorimotor cortex of S100a10 bacTRAP mice. Scale
bar, 100 µm. Passive membrane properties including c membrane
capacitance Cm (pF), d resting membrane potential Vm (mV), and
e input resistance Rinput (MΩ) were similar between layer 5a GFP+
(n= 30) and GFP− (n= 24) neurons. f Spike amplitude (mV) of
GFP+ neurons is larger compared with that of GFP− neurons
(unpaired t-test, **p < 0.01). g Spike threshold (mV) of GFP+ neurons
is smaller compared with that of GFP− neurons making S100a10+
neurons more excitable (unpaired t-test, **p < 0.01). h Voltage sag
ratio (%) of GFP+ neurons is lower compared with that of GFP−
neurons (unpaired t-test, *p < 0.05). i Representative current-clamp
traces (left) from a layer 5a GFP+ and GFP− neuron in response to a
500 pA depolarizing step. Input–output curve (right) showing the
frequency (Hz) of action potentials in response to a series of depo-
larizing current injections. GFP+ neurons (n= 18) fire more action
potentials indicating increased intrinsic excitability compared with
GFP− neurons (n= 15) (two-way ANOVA, F(1,341)= 27.05). j
Representative current-clamp traces in response to 5-HT from a GFP+
and a GFP− neuron are shown (left). Pie charts showing the dis-
tribution of 5-HT responses in current-clamp in layer 5a GFP+ and
GFP− neurons (n= 6 mice, GFP+ , n= 26 neurons; GFP−, n= 25
neurons) (right). Majority of GFP+ neurons respond to 5-HT with
increased spiking. GFP− neurons are mainly inhibited (Fisher’s exact
test, *p < 0.05). k Frequency of action potentials over time in response
to 5-HT in GFP+ (n= 26) and GFP− (n= 25) cells. 5-HT induced
firing frequency is larger in GFP+ neurons (two-way ANOVA,
F(1,833)= 14.46). l Averaged voltage-clamp recordings of 5-HT cur-
rents in GFP+ (green) and GFP− (black) neurons (left). Pie charts
showing the distribution of 5-HT responses in voltage-clamp in layer
5a GFP+ and GFP− neurons (right). Majority of GFP+ neurons show
a mixed (inhibitory+ excitatory) current response to 5-HT while
GFP− neurons mostly show inhibitory responses (Fisher’s exact test,
*p < 0.05). m The amplitude of 5-HT outward inhibitory and inward
excitatory currents in layer 5a GFP+ and GFP− neurons (n= 6 mice,
GFP+, n= 30 neurons; GFP−, n= 24 neurons). GFP+ neurons have
smaller inhibitory and larger excitatory 5-HT currents compared
with GFP− neurons (nonparametric, two-tailed Mann–Whitney t-test,
*p < 0.05, **p < 0.01)
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the unlabeled neurons in response to depolarizing current
injections (Fig. 1i) indicating that GFP+ neurons have
enhanced intrinsic excitability.

Corticostriatal S100a10 neurons have previously been
suggested to be important for 5-HT signaling [17, 20, 21].

However, their electrophysiological response to 5-HT has
not been characterized. Current-clamp recordings from
layer 5a of motor cortex revealed that bath application of
5-HT elicited hyperpolarization followed by depolarization
sufficient to trigger action potentials in the majority of
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GFP+ neurons (Fig. 1j). By contrast, most GFP− neurons
showed only hyperpolarization in response to 5-HT
(Fig. 1j). The frequency of action potentials in response to
5-HT was significantly greater in GFP+ neurons compared
with GFP− neurons (Fig. 1k). As illustrated in the examples
in Fig. S1, biphasic inhibitory-excitatory 5-HT responses
persisted in the presence of synaptic blockers, including the
AMPA/kainate receptor antagonist CNQX, the NMDA
receptor antagonist AP5, and the GABAA receptor antago-
nist picrotoxin, suggesting that they are mediated directly
by 5-HT receptors on the S100a10 neurons themselves.

We next examined the distribution of 5-HT current
responses in layer 5a neurons using voltage-clamp electro-
physiology. In the majority of GFP+ neurons, we found
mixed 5-HT current responses composed of an outward
current followed by an inward current (Fig. 1l) in agreement
with the current-clamp data showing that these neurons
were transiently inhibited and then strongly excited by 5-
HT. By contrast, the majority of unlabeled layer 5a neurons
showed only the 5-HT-elicited outward current (Fig. 1l).
We additionally found differences in the amplitude of 5-HT
responses between S100a10 and unlabeled neurons. In GFP
+ cells, the amplitude of the outward 5-HT current was
significantly smaller and the inward 5-HT current was larger
when compared with the amplitude of these responses in
unlabeled neurons (Fig. 1m). These results further confirm
greater excitatory 5-HT response in S100a10 neurons
compared with neighboring cells in layer 5a.

Together these data show that layer 5a S100a10 cortical
neurons display a distinctive and mainly excitatory 5-HT
response that is different from the neighboring unlabeled
neurons, which respond to 5-HT primarily with inhibition.
S100a10 neurons are also distinctive with respect to their
enhanced intrinsic excitability.

Prolonged social isolation and chronic fluoxetine
treatment affect 5-HT-elicited excitatory responses
of S100a10 neurons

Chronic social isolation stress in juvenile mice has pre-
viously been shown to induce anxiety- and depressive-like
phenotypes in adulthood [29–31]. We investigated the
effect of chronic social isolation on the 5-HT responses of
layer 5a S100a10 neurons which are critical for anti-
depressant responses [12]. A group of male mice was
individually housed from weaning (postnatal day 21, P21)
through adulthood. After a minimum of 7 weeks (>P70), a
subgroup of these single-housed mice received fluoxetine
(Flx; 0.167 mg/ml) in their drinking water for an additional
2–3 weeks. Group-housed littermates of the single-housed
mice were used as controls. Fig. 2a illustrates the experi-
mental design.

Current-clamp recordings in cortical slices obtained from
single-housed mice showed that layer 5a S100a10 neurons
responded to 5-HT with significantly fewer action potentials
when compared with S100a10 neurons from control mice
(Fig. 2b, c). The degree of 5-HT induced hyperpolarization
was not significantly affected by single-housing (Gh: 7.9 ±
0.5 mV; Sh: 8.7 ± 0.6 mV; Sh+ Flx: 7.5 ± 0.7 mV; one-way
ANOVA, F(2,87)= 0.9, p= 0.4) suggesting that near
threshold, the excitatory component of the 5-HT response is
specifically vulnerable to chronic social isolation. In con-
trast, the frequency of 5-HT induced action potentials was
similar to the control levels in single-housed mice treated

Fig. 2 The excitatory portion of the 5-HT response in S100a10 neu-
rons is diminished upon chronic social isolation and can be restored by
chronic flx treatment. a Schematic representation of the experimental
paradigm. b Representative current-clamp traces in response to 5-HT
in S100a10 neurons from a group-housed (Gh), single-housed (Sh) and
a single-housed mouse treated with chronic fluoxetine (Sh+ Flx). c
Quantification of spike frequency in response to 5-HT in S100a10
neurons (Gh; n= 6 mice, n= 26 neurons, Sh; n= 6 mice, n= 27
neurons, Sh+ Flx; n= 8 mice, n= 35 neurons) (nonparametric, one-
way Kruskal–Wallis ANOVA, H(2)= 10.35, p < 0.01, Dunn’s post hoc
test, *p < 0.05, **p < 0.01, ns: nonsignificant). 5-HT induced increase
in the firing frequency of S100a10 neurons is reduced after social
isolation and restored by chronic Flx. d Averaged voltage-clamp
recordings of 5-HT currents in S100a10 neurons. e Quantification of
outward inhibitory and inward excitatory currents in response to 5-HT
in S100a10 neurons (Gh; n= 7 mice, n= 34 neurons, Sh; n= 6 mice,
n= 38 neurons, Sh+ Flx; n= 8 mice, n= 43 neurons). 5-HT inhibi-
tory currents are increased and excitatory currents are decreased after
social isolation and restored upon chronic Flx (nonparametric, one-
way Kruskal–Wallis ANOVA, inhibitory currents: H(2)= 10.01,
p < 0.01; excitatory currents: H(2)= 9.73, p < 0.01, Dunn’s post hoc
test, *p < 0.05, ns: nonsignificant). f The amplitude of 5-HT inhibitory
currents and excitatory currents before and after application of the
5-HT2AR antagonist MDL100907. 5-HT inhibitory currents are
increased in Gh (n= 5 mice, n= 6 neurons) and Sh+ Flx (n= 3 mice,
n= 4 neurons) mice after MDL100907 while the change in neurons
from Sh (n= 3 mice, n= 7 neurons) mice is not significant (paired
t-test, Gh: **p < 0.01, Sh: p > 0.05, Sh+ Flx: **p < 0.01).
MDL100907 diminished all 5-HT excitatory current responses in all of
the groups (paired t-test, Gh: **p < 0.01, Sh: **p < 0.01, Sh+ Flx:
**p < 0.01). g The amplitude of 5-HT inhibitory currents and excita-
tory currents before and after application of the 5-HT1AR antagonist
WAY100635 (Gh: n= 3 mice, n= 4 neurons; Sh: n= 6 mice,
n= 7 neurons; Sh+ Flx: n= 6 mice, n= 8 neurons). 5-HT inhibitory
currents are decreased (paired t-test, Gh: *p= 0.05, Sh: **p < 0.01, Sh
+ Flx: **p < 0.01) while excitatory currents remain unchanged in all
the groups after WAY100635 (paired t-test, Gh: p > 0.05, Sh: p > 0.05,
Sh+ Flx: p > 0.05). h Representative current-clamp traces in response
to a 400 pA depolarizing step in the absence and presence of 5-HT in a
S100a10 neuron from a Gh, Sh and Sh+ Flx mouse. i 5-HT induced
increase in the firing frequency of S100a10 neurons was lost after
social isolation and restored with chronic Flx (Gh; n= 6 mice, n= 27
neurons, Sh; n= 6 mice, n= 24 neurons, Sh+ Flx; n= 7 mice, n= 32
neurons) (paired t-test, Gh: **p < 0.01, Sh: p > 0.05, Sh+ Flx:
*p < 0.05). j TCB-2 induced increase in the firing frequency of
S100a10 neurons was lost after social isolation and restored with
chronic Flx (Gh; n= 3 mice, n= 5 neurons, Sh; n= 3 mice, n= 5
neurons, Sh+ Flx; n= 3 mice, n= 4 neurons) (paired t-test, Gh:
**p < 0.01, Sh: p > 0.05, Sh+ Flx: *p < 0.05)
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chronically with Flx (Fig. 2b, c). This restored excitatory
effect of 5-HT in the Flx-treated mice persisted in the pre-
sence of synaptic blockers (Fig. S1, c), suggesting that
chronic Flx treatment normalized the loss of direct 5-HT
induced excitability caused by chronic social isolation.
Voltage-clamp recordings revealed that the mixed 5-HT
current responses in S100a10 neurons were also affected by
chronic social isolation. The amplitude of the outward 5-HT
current in S100a10 neurons of single-housed mice was
significantly larger compared with those of control mice
(Fig. 2d, e) and these large outward 5-HT currents persisted
in the presence of synaptic blockers (Fig. S1, b). The
amplitude of the inward 5-HT current was also smaller in
S100a10 neurons of single-housed mice (Fig. 2d, e). In Flx-
treated single-housed mice, however, the amplitudes of the
outward and inward 5-HT currents in S100a10 neurons
were comparable to control littermates (Fig. 2d, e). Impor-
tantly, chronic treatment with Flx was required to restore
the 5-HT electrophysiological responses in S100a10 neu-
rons of single-housed mice since a subchronic treatment (for
4 days) was not sufficient to change 5-HT responses after
chronic social isolation (Fig. S2). Housing and Flx-elicited
changes in the amplitude of 5-HT responses were not evi-
dent in unlabeled neurons (Fig. S3). Of note, chronic Flx
treatment in group-housed mice did not alter the amplitudes
of 5-HT outward and inward currents nor the intrinsic
membrane properties of S100a10 neurons (Fig. S4). These
findings emphasize the importance of the differential effects
of antidepressant treatment under pathological versus nor-
mal/healthy conditions. Taken together, our data suggest
that the S100a10 cells are uniquely responsive to chronic
social isolation stress. They show a decrease in 5-HT-
induced excitation that is restored with chronic treatment
with Flx, while neighboring, unlabeled pyramidal neurons
are unaffected by stress and Flx.

To probe whether the electrophysiological differences
in S100a10 neurons are selective to the effects of 5-HT or
involve additional changes, such as alterations in gluta-
matergic or GABAergic signaling, we examined sponta-
neous excitatory and inhibitory postsynaptic currents as
well as intrinsic membrane properties across the treatment
groups. The amplitude and inter-event interval of sEPSCs
(Fig. S5a–c) and sIPSCs (Fig. S5d–f) measured from
S100a10 neurons were comparable between the groups
suggesting that the basal glutamate and GABA synaptic
transmission were not changed after social isolation and
Flx treatment. In addition, we measured current responses
to bath application of muscimol, the selective GABAA

receptor agonist, and did not detect a difference across the
groups (Fig. S5g). These data suggest a level of specificity
to the stress-induced serotonergic changes detected in the
S100a10 neurons. Examination of intrinsic properties
across the groups revealed small but significant changes in

membrane excitability (Fig. S6a, b, f) that would act to
amplify the consequences of lost serotonergic excitation
in social isolation and its rescue by chronic Flx.

The role of 5-HT1A and 5-HT2A receptors in
serotonergic responses to stress and fluoxetine in
cortical S100a10 neurons

We next examined the mechanisms of the 5-HT responses
in S100a10 neurons using selective blockers for the pre-
dominant 5-HT receptor subtypes in cortical pyramidal
neurons. In all groups, 5-HT inward currents were com-
pletely abolished by the application of the selective 5-HT2A

receptor antagonist, MDL100907 (Fig. 2f). This suggests
that all 5-HT inward current responses in S100a10 neurons
are mediated via 5-HT2A receptors. Although MDL100907
increased the 5-HT outward currents in control and Flx-
treated groups, it did not have a significant effect on the 5-
HT outward currents of single-housed mice (Fig. 2f).
Application of the selective 5-HT1A receptor antagonist
WAY100635 reduced the 5-HT outward currents but did
not abolish them (Fig. 2g). WAY100635 did not have an
effect on the 5-HT inward currents in all groups tested
(Fig. 2g). Examination of gene expression in S100a10 cells
by the TRAP approach ([12]; and see below) revealed that
mRNA encoding 5-HT2A receptors (Htr2a) is greater than
twofold enriched in these cells compared with the rest of
cortex (Fig. S7), while 5-HT1A receptors (Htr1a) are
expressed at similar levels. Together with the pharmacolo-
gical experiments, these data imply that the excitatory
component of the 5-HT response in S100a10 cells is
mediated by cell-type-specific enrichment of 5-HT2A

receptors, whereas 5-HT1A receptors are only partially
responsible for the inhibitory component.

To examine directly the impact of 5-HT2A receptors on
excitatory 5-HT responses, we compared the effects of
5-HT and the selective 5-HT2A receptor agonist, TCB-2, on
changes in the firing frequency of S100a10 neurons from
control mice as well as from those exposed to social iso-
lation stress with and without Flx administration. We first
stimulated action potentials in layer 5a S100a10 neurons by
injection of a 400 pA depolarizing current for 500 ms to
establish a baseline firing frequency. Next, we measured
changes in the frequency when 5-HT was applied on the
slice during stimulation. S100a10 neurons from control
mice responded to 5-HT with a significant average increase
in the frequency of action potentials (Fig. 2h, i). S100a10
neurons from single-housed mice responded to the 400 pA
stimulation; however their firing frequency was not poten-
tiated by 5-HT application (Fig. 2h, i). Similar to our earlier
findings, treatment with chronic Flx restored the 5-HT-
induced frequency increase in S100a10 neurons in the
single-housed mice (Fig. 2h, i). Together, these experiments
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showed that the 5-HT-induced excitatory effect in activated
neurons is attenuated in single-housed mice but restored
with chronic Flx treatment. Next we examined if stimula-
tion of 5-HT2A receptors with TCB-2 was sufficient to
induce a similar change in firing frequency. We applied
TCB-2 on slices along with a depolarizing current injection.
TCB-2 increased the firing frequency in S100a10 neurons
of control mice (Fig. 2j) while those from single-housed

mice did not respond to TCB-2, indicating the absence of
5-HT2A receptor mediated excitation in these neurons
(Fig. 2j). Interestingly, chronic Flx treatment in single-
housed mice restored the TCB-2 elicited frequency
increase in S100a10 neurons (Fig. 2j). This demonstrated
that selective stimulation of 5-HT2A receptors increased the
frequency of firing similar to 5-HT in layer 5a S100a10
neurons. This TCB-2-elicited increase in the firing
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frequency of S100a10 neurons was lost after chronic
social isolation but could be restored by chronic Flx
treatment.

We have previously shown that chronic fluoxetine
treatment in the absence of stress increased Htr4 mRNA
encoding the 5-HT4 receptor [12]. Activation of 5-HT4

receptors has been reported to enhance neuronal excitability
in hippocampus [41] and to modulate the excitability of
cortical pyramidal neurons in prefrontal cortex [42, 43].
Therefore, we sought to determine whether 5-HT4 receptor
function plays a role in the 5-HT mediated excitatory
responses in layer 5a S100a10 neurons. Using voltage-
clamp recordings, we were unable to show that the agonist
BIMU 8 could mimic 5-HT induced excitation via 5-HT4

receptor stimulation (Fig. S8a). Furthermore, the selective
5-HT4 receptor antagonist GR113808 did not prevent 5-HT
induced excitation observed in current-clamp recordings in
S100a10 neurons (Fig. S8b, c). These experiments ruled out
the contribution of 5-HT4 receptor function to the 5-HT
mediated excitation in S100a10 neurons.

Together, these data suggest that the excitatory 5-HT
responses in layer 5a S100a10 neurons are mediated by 5-
HT2A receptors, and that there is a specific state-dependent
disruption in the 5-HT2A receptor-mediated response after
chronic social isolation stress which can be restored by
chronic Flx.

Behavioral heterogeneity following chronic
fluoxetine treatment

5-HT depletion was previously associated with decreased
exploratory locomotion without causing further sensor-
imotor deficits [44]. Risk assessment behaviors such as
hiding, exploration and reduced activity have evolved in
rodents as a defensive response to threat, can be used to
investigate anxiety and depressive-like states, and respond
to anti-anxiety medications [45–47]. In order to investigate
the effects of alterations in 5-HT physiology on exploratory
sensorimotor performance, we analyzed behavior in two
different settings; a familiar homecage environment and a
novel open-field environment.

Mice use nesting/shelter for temperature regulation and
protection from predators [48]. Chronic stress in mice was
previously associated with increased preference for the
shelter zone [49]. To investigate 5-HT responses in
behaviorally-distinct conditions of chronic stress and
Flx treatment, we investigated the time mice spent under the
dome shelter in their homecage and performed electro-
physiology after homecage analysis (Fig. 3a). We found
that single-housed mice spent significantly more time under
the shelter in their homecage (Fig. 3b) compared with the
control mice indicating reduced exploratory behavior in a
familiar environment. Interestingly, single-housed mice
treated with chronic Flx could be grouped into two different
behavioral profiles. Chronic Flx treatment normalized the
exploratory behavior in one subpopulation of single-housed
mice (Sh+ Flx), while the other was resistant to such nor-
malization (Sh+ Flx anxious group; mice were classified as
anxious when time spent under the shelter zone >mean ±
2 × S.E.M. of the control group) (Fig. 3b). Whole-cell
electrophysiological analysis on cortical slices revealed that
S100a10 neurons from single-housed mice had larger 5-HT
outward currents and smaller 5-HT inward currents com-
pared with those of control mice (Fig. 3c), similar to our
previous finding. Both Flx-treated groups showed 5-HT
current responses restored to control levels despite the dif-
ferences in their exploratory behavior (Fig. 3c).

We next investigated the behavior of the various treat-
ment groups in an unfamiliar environment, measuring the
distance traveled and time mice spent in different zones in
an open-field arena (Fig. 3d). In the open field, single-
housed mice showed hyperactivity evident by an increased
distance traveled over time (Fig. S9a) while Flx-treated
groups had comparable levels of activity to control mice
(Fig. S9b, c). Interestingly, in a subpopulation of the single-
housed mice treated with Flx, we observed a decrease in the
ratio of the time spent in the center relative to the time spent
in the peripheral field of the arena (center to periphery ratio
<0.25). This behavior was significantly different from both
control and single-housed mice that did not receive Flx,

Fig. 3 Heterogeneity emerges in the behavioral response to Flx but
does not correlate with the 5-HT response. a Schematic representation
of the experimental paradigm. Gh, Sh, and Sh+ Flx mice were
recorded in their homecage for 15 min before being sacrificed for
electrophysiology. The time mice spent in their shelter zone was
determined. b Sh mice (n= 6) spent more time in the shelter zone
compared with Gh mice (n= 6) indicating higher anxiety. Behavior of
Flx-treated Sh mice showed heterogeneity on this measure; one group
(Sh+ Flx; n= 6) with normalized anxiety and another group (Sh+
Flx anxious; n= 7) with higher anxiety (one-way ANOVA, F(3,21)=
14.03, p < 0.01, Newman–Keuls post hoc test, *p < 0.05, **p < 0.01,
ns: nonsignificant). c The amplitude of the 5-HT currents averaged per
animal is shown. 5-HT inhibitory currents are larger and excitatory
currents are smaller in Sh mice (n= 6) compared with the currents of
Gh (n= 6) mice. 5-HT currents of Sh+ Flx (n= 6) and Sh+ Flx
anxious mice (n= 7) are comparable with the Gh mice. For simplicity,
post hoc test results compared with controls were shown (inhibitory
currents: one-way ANOVA, F(3,21)= 12.19, p < 0.01, Newman–Keuls
post hoc test; excitatory currents: nonparametric, one-way
Kruskal–Wallis ANOVA, H(3)= 8.62, p < 0.05, Dunn’s post hoc
test, *p < 0.05, **p < 0.01, ns: nonsignificant). d Schematic repre-
sentation of the experimental paradigm. Gh, Sh, and Sh+ Flx mice
were subjected to open field before being sacrificed for bacTRAP
translational analysis. e Open-field analysis of the Gh (green, n= 11),
Sh (red, n= 12), Sh+ Flx (blue, n= 11) and Sh+ Flx anxious mice
(black, n= 13). Mice were habituated in the testing room in their
homecage for 30 min and thigmotaxis was measured for 60 min in an
open field. The Sh+ Flx anxious group showed dramatically reduced
center to periphery ratio compared with the other three groups groups
(nonparametric, one-way Kruskal–Wallis ANOVA, H(3)= 26.17, p <
0.01, Dunn’s post hoc test, **p < 0.01)
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indicating that chronic Flx increased anxiety levels in a
subgroup of socially isolated mice (Fig. 3e).

Molecular profiling of S100a10 neurons following
chronic social isolation and Flx treatment

To identify molecular adaptations in the S100a10 cells that
accompany the changes in physiology and behavior in
response to prolonged social isolation and antidepressant
treatment, we utilized the TRAP technique [50, 51]. Expres-
sion of the EGFP-tagged ribosomal protein L10a (EGF-
PL10a) in the S100a10 bacTRAP mice allows for the
isolation of polysome-bound transcripts specifically from the
S100a10-expressing cells through anti-EGFP affinity pur-
ification from whole tissue [12]. TRAP mRNA was collected
from the isolated cortices of the four experimental groups:
group-housed (control; Gh); single-housed (Sh); single-
housed and Flx-treated mice that did not exhibit anxiety
(Sh+ Flx); and single-housed and Flx-treated mice that were
anxious according to the results of the open-field test (Sh+
Flx anxious) (see Fig. 3e). TRAP mRNA from each of the
four groups was analyzed by RNA sequencing. We compared
genes differentially expressed between Sh and Gh, Sh+ Flx
and Gh, Sh+ Flx anxious and Gh mice in order to identify
stress-affected genes and reveal those that are normalized by
Flx treatment. The significantly altered genes for the above
three comparisons are listed in Table S1a, Table S1b, and
Table S1c respectively. Together, the significant changes
from these comparisons are visualized as a heatmap (Fig. 4a),
scatter plot (Fig. 4b) and Venn diagram (Fig. 4c).

The largest number of differentially expressed genes
(551) was observed when the Sh group was compared with
the Gh control (Fig. 4a, orange dots in left panel of Fig. 4b
and orange circle in Fig. 4c), suggesting strong stress-
induced changes in gene expression in S100a10 neurons.
Functional pathway analysis revealed dysregulation of
several relevant stress-regulated pathways such as ErbB,
neuregulin, G protein signaling, synaptic long-term
depression, and axonal guidance signaling in these cells
from single-housed mice (Fig. 4d).

We found that very few of the gene changes (~6%) in the
single-housed group were shared with either single-housed
mice receiving Flx, regardless of the anxiety status of these
Flx mice (Sh+ Flx, Sh+ Flx anxious) (Fig. 4c). These
results suggest that Flx normalizes abnormal gene expres-
sion in S100a10 neurons of single-housed mice. The non-
anxious Flx group had the smallest number of regulated
genes relative to the group-housed mice (Sh+ Flx, 122
genes, green dots/circle in Fig. 4b, c). In contrast, the
anxious Flx group showed substantially more regulated
genes (Sh+ Flx anxious, 287 genes, purple dots/circle in
Fig. 4b, c) but still almost half that of the untreated single-
housed mice.

In order to identify the specific genes and pathways
activated in response to chronic Flx, we compared gene
expression between the Sh and the Sh+ Flx groups. Dif-
ferential expression analysis identified 3463 genes altered in
the Sh+ Flx group, and 4166 genes in the Sh+ Flx anxious
groups compared with the Sh group (Fig. S10, Table S2a,
and Table S2b). Canonical pathway analysis showed that
chronic Flx treatment activated several signaling pathways
in both treated groups that have been previously implicated
in the antidepressant response. These include protein kinase
A signaling, cAMP pathway, calcium-regulated signaling,
and CREB signaling pathway (Fig. 4e, f).

Next we compared the gene changes between the Sh+
Flx and Sh+ Flx anxious groups and identified very few
differentially expressed genes as shown by the scatter plot
in Fig. 4g. This indicates that the Sh+ Flx and the Sh+ Flx
anxious animals respond to Flx treatment in a similar
manner, indicating that the anxiety phenotype of the Sh+
Flx anxious group is not due to a lack of molecular response
to Flx (Fig. 4g, h). These findings are consistent with the
physiology results where we show that the serotonergic
function of the S100a10 cells in the Sh+ Flx anxious ani-
mals are similar to the Sh+ Flx animals. Together, these
results indicate that the anxiety phenotype of Sh+ Flx
animals is not due to the molecular adaptations in the layer
5a S100a10 neurons but likely a result of Flx-dependent
changes occurring in other cell-types or brain regions.

Flx treatment normalizes pathways related to 5-
HT2A receptor signaling in S100a10 cells

To further characterize the molecules contributing to the
serotonergic phenotype, we isolated the genes that were
both differentially regulated by chronic social isolation (Sh
versus Gh) and normalized by Flx treatment (Sh versus Sh
+ Flx). We identified 389 social isolation-induced Flx-
normalized genes (Fig. 5a, b and Table S3). GO analysis
identified genes that control pathways involved in the reg-
ulation of neuronal differentiation, response to stress and
pain, cell projection morphogenesis, regulation of ion
transporter activity, and synapse organization (Fig. 5c). Our
electrophysiological analysis showed that 5-HT2A receptor
responses were disrupted in single-housed mice (Fig. 2)
suggesting that 5-HT2A receptor pathways may be affected
by chronic social isolation. To understand the broader
implications of Flx-induced changes with respect to 5-HT
signaling and regulation, we tested how the social isolation-
affected Flx-normalized genes relate to 5-HT2A receptor
function. To do so, we utilized a cerebral cortex-specific
functional gene interaction network to elucidate how genes
work together through modulation of distinct interacting
pathways [52]. We demonstrate that a large subset of the
social isolation-affected Flx-normalized genes converge on

Mapping the physiological and molecular markers of stress and SSRI antidepressant treatment in S100a10. . .



Fig. 4 Molecular profiling of S100a10 neurons and their alteration by
social isolation stress and Flx treatment. a Heatmap showing the
hierarchical clustering of the top 10,000 variable genes (row-normal-
ized log TPM) across all groups of Gh, Sh, Sh+ Flx, and Sh+ Flx
anxious mice (blue, low expression; red, high expression), n= 4 (3
cortices pooled for each sample). b Scatter plots showing differentially
expressed genes in the different groups (Sh versus Gh (left, orange),
Sh+ Flx versus Gh (center, green), Sh+ Flx anxious versus Gh (right,
purple). c Venn diagram showing the overlap between the significantly

altered genes obtained by comparing the three groups (described in B
and color coordinated). d–f Functional categorization of genes using
ingenuity pathway analysis (IPA) for the groups Gh vs Sh, Sh vs Sh+
Flx, Sh vs Sh+ Flx anxious. g Scatter plot showing the differentially
expressed genes between Sh+ Flx vs Sh and Sh+ Flx anxious vs Sh
groups (blue, genes significantly differentially expressed in Sh+ Flx
vs Sh; purple, significant in Sh+ Flx anxious vs Sh; orange, sig-
nificant in both comparisons; gray, not significant. h Selected genes
altered by chronic social isolation and restored by Flx
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a small number of key pathways that together regulate 5-
HT2A signaling (Fig. 5c and Table S4). The specific path-
ways in this network include Galphaq-coupled receptor
signaling, calcium, phosphoinositide, neurotrophin, ErbB,
MAPK signaling, and focal adhesion pathways (Fig. 5c and
Table S4). In summary, we have identified distinct families
of genes that regulate pathways relevant to 5-HT2A signal-
ing and trafficking, which are oppositely regulated by social
isolation stress and Flx (Fig. S11), contributing to the ser-
otonin response.

A striking pattern emerges from the molecular data to
support the role of S100a10 neurons in the psychomotor
and somatosensory aspects of a mouse endophenotype of
depression. As described in Fig. S12, the gene pathways in
the single-housed group contain a high frequency of asso-
ciations with those implicated in motor and sensory
abnormalities. Of note, these gene expression changes

appear responsive to Flx, regardless of behavioral outcome.
This finding gives hope that SSRIs have underappreciated
potential to improve psychomotor and somatosensory
abnormalities of depression [53, 54], underscoring the
clinical need to understand and prevent or treat the
unwanted side-effects of SSRIs.

Discussion

Here, we have demonstrated that S100a10-expressing cor-
ticostriatal neurons in layer 5a of primary motor and
somatosensory cortices have distinctive serotonergic mod-
ulation, are sensitive to perturbation by chronic social iso-
lation stress and to restoration by antidepressant treatment.
Chronic social isolation triggered a disruption in the 5-HT
induced excitation of S100a10 corticostriatal neurons and

Fig. 5 Stress-normalized genes are connected to 5-HTR2A signaling
and regulation. a Venn diagram identifying the stress-affected Flx-
normalized genes (green) obtained by comparing overlapping genes
between Sh versus Gh (orange) and Sh versus Sh+ Flx group (cyan).

b Functional categorization of genes using IPA. c Functional inter-
action network analysis revealing the critical pathways that mediate
the connectivity between stress-normalized genes and 5-HTR2A

signaling
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promoted the inhibitory influence of 5-HT. Chronic Flx
treatment during social isolation effectively restored the
serotonergic excitability in these neurons. Surprisingly, the
behavioral variability in the response to chronic Flx did not
reflect treatment insensitivity. Instead, molecular analysis
revealed a pattern of worse behavioral outcome in mice with
greater transcriptional changes in the S100a10 neurons.
Further investigation into the differential gene expression
changes pointed to specific genes and pathways underlying
these state-dependent changes in S100a10 neurons of the
motor and somatosensory cortices.

Corticostriatal neurons require strong and concerted
firing as a population in order to activate their downstream
targets [55, 56]. The excitatory serotonergic action on the
population of S100a10 corticostriatal neurons in motor
and somatosensory cortices would appear to fulfill this
criterion. The initial transient 5-HT inhibition of S100a10
neurons could potentially facilitate coordinated entry into
“up” states of gamma activity to enhance corticostriatal
population signaling across brain regions [57, 58]. Loss of
excitatory serotonergic modulation through exposure to
chronic social isolation stress would be expected to per-
turb corticostriatal signaling and the integration of sensory
and emotional processing and goal-directed behavior. Of
note, this predicted pattern of reduced functional corti-
costriatal connectivity has been seen in human imaging
studies of depression [59, 60]. Interestingly, S100a10
neurons of the motor and somatosensory cortices
appear to share similar serotonergic modulation to their
counterparts in the prefrontal cortex [61, 62], raising
the question of whether chronic social isolation stress
affects the modulation of emotional and cognitive corti-
costriatal circuits in a manner similar to that observed in
our study.

Our results point to chronic social isolation stress
exerting direct changes in serotonergic modulation occur-
ring through a downregulation of excitatory 5-HT2A

receptor signaling and a functional upregulation of inhibi-
tory 5-HT receptors, including 5-HT1A cortical hetero-
receptors. One hypothesis is that this pattern may arise from
a reduction in serotonergic stimulation related to the
reduction in 5-HT neuronal excitability we have previously
observed in chronic social isolation [31]. There is a con-
siderable literature that would support a sensitization of the
inhibitory 5-HT1A receptor in response to reduced ser-
otonergic stimulation [63–66], but it is less clear what this
situation would predict for 5-HT2A receptors [67–69]. Ser-
otonin 5-HT2A receptor dysregulation has been implicated
in several neuropsychiatric diseases and modulation of the
receptor function has been suggested to have numerous
therapeutic implications, including improvement of
depressive symptoms in treatment-resistant major depres-
sion [70]. Imaging and postmortem studies have shown

some inconsistent differences in 5-HT2A receptor levels in
different brain regions in major depression [71–76]. Het-
erologous desensitization of 5-HT2A receptors has also been
demonstrated through tyrosine phosphorylation [77, 78],
which may provide a link between the signal upregulation
of 5-HT1A receptors and downregulation of 5-HT2A recep-
tors through aberrant tyrosine phosphorylation [64, 78]. The
last hypothesis is supported by the finding of significant
upregulation of the expression of tyrosine kinase ErbB4 in
social isolation and its normalization upon Flx, as illustrated
in Fig. 4h.

The effects of chronic Flx on 5-HT2A receptor levels
and function are also complicated. While chronic Flx has
been shown to increase 5-HT2A receptor levels, binding or
function [79–81], nonselective 5-HT2A receptor antago-
nists were suggested to enhance SSRI response in patients
[82]. In our study, chronic Flx treatment in single-housed
mice revealed a behavioral heterogeneity with a subset of
mice showing greater anxiety-like behavior similar to the
single-housed mice that did not receive Flx. Surprisingly,
this anxious group displayed restored 5-HT2A electro-
physiological responses and a substantially-restored gene
expression profile. These changes suggest that the anxiety
effect of Flx does not reflect treatment resistance. Since
cortical 5-HT2A receptors play a key role in the behavioral
expression of anxiety [83], this behavioral finding could
be consistent with strong and prolonged serotonergic sti-
mulation at the rescued 5-HT2A receptors, since Flx would
reduce local reuptake and alter autoinhibition of ser-
otonergic neuron firing. Interestingly, Flx has previously
been shown to lead to a better recovery from motor def-
icits when used as an add-on treatment in stroke patients
[84], and to increase primary motor cortex excitability
both in healthy volunteers [85] and rodents [86]. Long-
term Flx treatment has been suggested to improve motor
function by upregulating 5-HT2A receptors [80, 87].
Supported by these studies, our data suggest that, up to a
point, restoring 5-HT2A receptor signaling may be speci-
fically effective in improving psychomotor symptoms in
major depression. This does not appear true for all 5-HT
receptors [88].

In our previous study, which focused on gene expression
profile changes in layer 5a S100a10 neurons of normal,
healthy mice, we have shown that chronic fluoxetine
treatment increases the mRNA expression of the 5-HT4

receptor [12]. In the current study, we were unable to detect
electrophysiological changes in S100a10 neurons in
response to activating or blocking the function of these
receptors. 5-HT4 receptors have been previously shown to
modulate neuronal excitability by affecting GABA-
mediated inhibitory synaptic transmission in cortical pyr-
amidal neurons [42]. However, we did not detect changes in
the inhibitory synaptic transmission or GABAA-mediated
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currents in S100a10 neurons, ruling out the possibility
of 5-HT4 receptor-mediated changes in GABA neuro-
transmission. It is important to note that Schmidt et al.
examined the effects of fluoxetine in healthy, untreated
mice, while the present study utilized a stress paradigm that
dramatically impacted the 5-HT responses of the S100a10
cells. We did not detect a change in the mRNA levels of the
5-HT4 receptor in any of our experimental conditions. Our
results rather indicated that 5-HT-induced excitatory effects
were mediated via the 5-HT2A receptor and could be com-
pletely blocked by the selective 5-HT2A receptor antagonist.
Yet, it is important to keep in mind that the lack of direct
electrophysiological effects of 5-HT4 receptors in S100a10
neurons may be in part due to the trafficking of these
receptors to the terminals [89].

The current lack of availability of a Cre driver line for
specific genetic targeting of S100a10 neurons limits our
ability to specifically manipulate the activity of layer 5a
S100a10 neurons to further characterize their effects on
behavior. Our current findings highlight the key role of the
corticostriatal S100a10 neurons in the stress-induced effects
on serotonin signaling and the restoration of these effects by
chronic Flx treatment. These findings necessitate future
optogenetic studies that will shed more light on the selective
participation of these neurons during stress and anti-
depressant response. In lieu of optogenetic manipulation of
S100a10 neurons, a pharmacological approach to target 5-
HT1A or 5-HT2A receptors in vivo lacks the ability to test
their cell-type-specific function and would involve manip-
ulating a large population of neurons which also express
these receptors. The development of additional tools that
allow targeting the serotonergic function selectively in
S100a10 neurons is required to further elucidate the direct
role of 5-HT signaling in these cells in depressive-like
behaviors.

Overall, our work describes the physiological and
molecular markers of chronic stress and antidepressant
treatment in a population of S100a10 neurons in the cer-
ebral cortex. We have elucidated the distinctive ser-
otonergic properties in the S100a10 neurons, their
sensitivity to perturbation by chronic social isolation
stress and restoration by antidepressant treatment. Strik-
ingly, 5-HT2A receptors in these neurons lose their exci-
tatory power upon social isolation, which is restored upon
chronic Flx treatment. Our cell-type-specific molecular
analysis yields new insight into potential underlying
mechanisms that may drive these changes through 5-HT2A

receptor signaling. We show that these neurons are posi-
tioned to play a key role in the psychomotor and soma-
tosensory symptoms of depression, as well as in their
response to treatment. Together, this study builds a fra-
mework to further understand the pathophysiology and
treatment of depression and anxiety disorders.

Materials and Methods

Experimental animals

All experiments involving animals were performed in
accordance with animal protocols approved by the Uni-
versity of Toronto and The Rockefeller University Institu-
tional Animal Care and Use Committees. In all experiments,
we used S100a10 bacTRAP transgenic mice (founder
ES691) that express EGFPL10a fusion protein under the
control of S100a10 regulatory elements as described pre-
viously [12]. Immediately after weaning (p21), a group of
adult (>p70) male mice were individually housed for at least
7 weeks (single-housed mice; Sh). Group-housed litter-
mates were used as controls (group-housed mice; Gh).
Chronic antidepressant treatment was performed by
administering 0.167 mg/ml of Fluoxetine (ANAWA) [12] in
drinking water for 15–21 days. Subchronic antidepressant
treatment was performed by administering the same amount
of Fluoxetine for 4 days [90]. All mice were housed under a
12:12-h-light/dark cycle with ad libitum access to both food
and water.

Electrophysiology

Coronal cortical slices (400 μm) comprising the motor
cortex and somatosensory areas were obtained using a
Dosaka Linear slicer. Slicing was performed in ice cold
oxygenated sucrose artificial cerebrospinal fluid (ACSF;
254 mM sucrose, 10 mM D-glucose, 24 mM NaHCO3, 2
mM CaCl2, 2 mM MgSO4, 3 mM KCl, 1.25 mM NaH2PO4,
pH 7.4). Slices were recovered in oxygenated ACSF (128
mM NaCl, 10 mM D-glucose, 26 mM NaHCO3, 2 mM
CaCl2, 2 mM MgSO4, 3 mM KCl, 1.25 mM NaH2PO4, pH
7.4) at 31–33 °C for at least 2 h. Recording was performed
in ACSF oxygenated with 95% O2/5% CO2 and perfused at
a rate of 3–4 ml/min at 31–33 °C. Internal solution for
recording electrodes contained 5 mM KCl, 2 mM MgCl2, 4
mM K2-ATP, 0.4 mM Na3-GTP, 10 mM Na2-phospho-
creatine, 10 mM HEPES buffer (pH 7.3). For spontaneous
IPSC (sIPSC) recordings, patch electrode contained a high
Cl− patch solution (50 mM K-gluconate, 75 mM KCl, 2
mMMgCl2, 4 mM K2-ATP, 0.4 mM Na3-GTP, 10 mM Na2-
phosphocreatine, 10 mM HEPES buffer, pH 7.3). S100a10-
expressing pyramidal neurons in layer 5a were visualized
with a fixed-staged microscope (Olympus BX50WI) and
targeted based on the expression of EGFP. Whole-cell
recordings were made in voltage-clamp or current-clamp
mode with a Multiclamp 700B amplifier (molecular devi-
ces). All data were acquired at 20 kHz and low-pass filtered
at 3 kHz using pClamp10.2 and Digidata1440 software.

Voltage-clamp recordings were performed at −75 mV.
For illustrative purposes, voltage-clamp averaged
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recordings were obtained using Axograph software. 5-HT
current amplitude responses were calculated by subtracting
the current at the peak of the 5-HT response from the cur-
rent at baseline. Current-clamp recordings were performed
by injecting current into cells to maintain the cells close to a
threshold of −65 mV. Peak 5-HT effect was determined by
calculating the spike frequency over a 30-s period. To
measure 5-HT and TCB-2 effects on spiking, 400 pA 500
ms depolarizing current injection was applied before and
during drug applications. Input–output frequencies were
obtained by counting the number of action potentials for
each depolarizing current step of a protocol involving 50 pA
500 ms depolarizing current injections. The voltage sag
ratio was quantified as the relative difference between the
peak and the steady state membrane depolarizations in
response to hyperpolarizing current injections [39]. Analy-
sis of spontaneous EPSCs and IPSCs was performed from
each 30 s block of 1 s sweeps using MiniAnalysis software
(Synaptosoft Inc.).

Pharmacology

5-HT responses were obtained by bath application of 10 μM
5-HT (Sigma) for 30 s. TCB-2 (1 μM, Tocris) was used as a
selective agonist of 5-HT2A receptors. MDL100907 (30 nM,
Tocris) was applied in ACSF to block 5-HT2A receptors.
WAY100635 (30 nM, Sigma) was applied in bath to block
5-HT1A receptors. BIMU 8 (2 μM, Tocris) was used as a
selective agonist and GR113808 (200 nM, Tocris) was used
as a selective antagonist of 5-HT4 receptors. sIPSC mea-
surements were performed in the presence of AMPA/Kai-
nate receptor antagonist 6-cyano-7-nitroquinoxaline-2,3-
dione (CNQX; 20 μM, Tocris). Other synaptic blockers
used were the NMDA receptor antagonist D-2-amino-5-
phosphonovaleric acid (AP5; 50 μM, Tocris) and GABAA

receptor antagonist picrotoxin (100 μM, Tocris).

Immunohistochemistry

To visualize S100a10 neurons, an adult male S100a10
bacTRAP transgenic mouse was perfused transcardially
with saline followed by 4% paraformaldehyde (PFA)/0.1 M
sodium phosphate buffer (PBS) under deep anesthesia.
Brain was postfixed in 4% PFA overnight. Coronal sections
(50 μM) were prepared by using the DSK vibratome. Free-
floating sections were incubated with rabbit anti-GFP
(1:500, Invitrogen), mouse anti-NeuN (1:500, Millipore)
followed by goat anti-rabbit Alexa 488 (1:1000, Invitro-
gen), and goat anti-mouse Alexa 594 (1:1000, Invitrogen).
For S100a10 staining, 40 µM sections through sensorimotor
cortex were collected using a freezing microtome (Leica).
Free-floating sections were incubated with chicken anti-
EGFP (1:1000, Abcam) and goat anti-S100a10 (1:200,

R&D Systems) followed by donkey anti-chicken Alexa 488
(1:2000, Invitrogen) and donkey anti-goat Alexa 568
(1:2000, Invitrogen). Images were obtained using either an
epifluorescent microscope (Olympus BX50WI) or Zeiss
LSM700.

Behavior

Homecage recording

A group of S100a10 bacTRAP mice was observed in their
homecage for 15 min prior to electrophysiological record-
ings. A transparent plexiglass sheet was used as a lid for the
homecage. Video recording was performed with an upright
camera. A polycarbonate round mouse igloo in the
homecage provided a shelter. The time spent under the
shelter zone was calculated by an observer blind to the
different treatment groups.

Open field

Mice were habituated in the testing room in their home
cages for 30 min and open-field behavior was analyzed in a
square arena (50 × 50 × 22.5 cm) for 60 min. The measures
were automatized using two rows of infrared photocells
placed 20 and 50 mm above the floor, spaced 31 mm apart.
Photocell beam interruptions were recorded on a computer
using the superflex software (Accuscan Instruments). Total
distance traveled was measured using the automated
superflex software, from which the center–periphery ratio
was calculated.

Statistical analysis

For electrophysiological experiments, data are collected
from at least three mice per group. The main findings of our
study were replicated at least in three different experimental
groups obtained at different times and from randomized
litters. Data were analyzed using one-way ANOVA, two-
way ANOVA, nonparametric, one-way Kruskal–Wallis
ANOVA, Fisher’s exact test, paired two-tailed t-test,
unpaired two-tailed t-test and nonparametric, two-tailed
Mann–Whitney t-test. Newman–Keuls and Dunn’s post hoc
tests were performed when appropriate. Analysis was per-
formed using GraphPad Prism software. Data are expressed
as mean ± S.E.M. Analysis was performed by experimenters
blinded to the experimental groups.

Cell-type-specific mRNA purification by translating
ribosome affinity purification (TRAP)

The ribosome affinity purification and translated mRNA
extractions were carried out as described [12, 91]. Three
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mice were pooled for each sample and four biological
replicates were collected for each condition. Briefly, mice
were rapidly decapitated and brains were removed. The
cortical hemispheres were then dissected and the hippo-
campi and striata were removed from each hemisphere.
Isolated cortices were rapidly dissected homogenized in
extraction buffer containing 10 mM HEPES-KOH (pH 7.4),
150 mM KCl, 5 mM MgCl2, 0.5 mM DTT, 100 mg/ml
cycloheximide, RNasin RNase inhibitors (Promega), and
Complete-EDTA-free protease inhibitors (Roche), and
cleared by centrifugation at 2000 g. IGEPAL CA-630 (NP-
40; Sigma) and DHPC (Avanti Polar Lipids) were added to
the supernatant at a final concentration of 1% for each, and
the mixture was cleared by centrifugation at 20,000 g.
Polysomes (ribosome-mRNA complexes) were immuno-
precipitated with 100 mg monoclonal anti-EGFP antibodies
(clones 19C8 and 19F7) bound to Protein G magnetic beads
(Invitrogen), and washed with a high salt buffer containing
10 mM HEPES-KOH (pH 7.4), 350 mM KCl, 5 mM
MgCl2, 1% IGEPAL CA-630, 0.5 mM DTT, 100 mg/ml
cycloheximide, and RNasin RNase inhibitors (Promega).
Bound mRNA was extracted, subjected to DNase digestion
and purified using the RNeasy Plus Micro Kit (QIAGEN).
RNA quality was analyzed on a 2100 Bioanalyzer (Agilent)
using RNA Pico Chips (Agilent) to confirm RNA integrity,
followed by the measurement of RNA concentrations using
the Quant-iT RiboGreen RNA Assay Kit (Life Technolo-
gies). cDNAs were prepared with the Ovation RNA-Seq
System V2 Kit (NuGEN), using an input of 2.5 ng RNA.
500 ng cDNA from each sample was fragmented on a
Covaris S2 Focused Ultrasonicator using the operating
conditions recommended by the manufacturer for a target
fragment size of 250 bp. Fragment size was confirmed on a
2100 Bioanalyzer using High Sensitivity DNA Chips
(Agilent). Libraries for RNA sequencing were prepared
with the TruSeq RNA Sample Preparation v2 Kit (Illu-
mina), using the manufacturer’s low-throughput protocol
with the end-repair step. The concentration of the RNA-Seq
libraries was determined on a 2100 Bioanalyzer using High
Sensitivity DNA Chips. Subsequently, 16 samples were
pooled for multiplexing with compatible adapters. After
confirming the concentration of the multiplexed samples on
an Agilent 2100 Bioanalyzer using High Sensitivity DNA
Chips, samples were sequencing in two independent lanes
on an Illumina NextSeq 500 sequencer using 75-bp paired-
end sequencing.

RNA-seq data analysis

The raw sequencing files in FASTQ format were aligned to
the Mus musculus assembly 10 reference genome using
TopHat version 2.0.11 [92] with the parameter of only one
multiple hit allowed. The reference genome mm10 and

genes gtf UCSC version file were downloaded from http://
tophat.cbcb.umd.edu/igenomes.shtml. Cufflinks version
2.2.1 [93] was utilized to calculate the Fragments Per
Kilobase of transcript per Million mapped reads for all
genes in each sample. To analyze differential gene expres-
sion, edgeR version 3.8.6 was used [94]. P values were
calculated and adjusted for multiple testing using the
Benjamini–Hochberg procedure. Pathway analysis was
performed using Ingenuity Pathway Analysis (Qiagen).

5-HT2A receptor pathway interaction analysis

In order to identify genes and corresponding pathways that
may be mediating the relationship between the 5-HT2A

receptor and stress-affected Flx-normalized genes, we ana-
lyzed the functional interactions that connect them. After
filtering the cerebral cortex functional network [95] to the
top 1% of its edges, the edge weight was calculated as the
reciprocal of its functional linkage score. As in [52], we
calculated the betweenness centrality (BC) of every gene in
between the 5-HT2A receptor and stress-affected Flx-nor-
malized genes using NetworkX [96, 97], where the
betweenness centrality measure for gene gi is:

BC gið Þ ¼
X

s¼5�HT2A; t2T

σ s; tjgið Þ
σ s; tð Þ ;

where T is the set of stress-affected Flx-normalized genes, σ
(s, t) is the number of shortest paths (weighted as described
above) between s and t, and σ(s, t|gi) is the number of
shortest paths between s and t that also pass through gi. To
calculate the significance of these BC scores, we permuted
the gene sets and calculated the fraction of times gi had a
BC score greater than or equal to its nonpermuted BC score
(n= 100,000) and corrected for multiple hypothesis testing
using the Benjamini–Hochberg correction. Genes with
FDR ≤ 0.1 were considered likely potential mediators
between the 5-HT2A receptor and stress-affected Flx-
normalized genes and were used as input into hypergeo-
metric gene set enrichment to interpret the pathways that are
overrepresented in the intermediate genes.

Acknowledgements This work was funded by the Natural Science and
Engineering Research Council of Canada (NSERC) and the Canada
Research Chair for Developmental Cortical Physiology (EKL), NIH/
NINDS R01NS091722 (EFS), NIH/NINDS R21NS105047 (EFS) and
NIH/NIDA P30 Center DA035756 (EFS), The JBP Foundation (PG),
The Leon Black Family Foundation (PG), NIMH grant MH090963
(PG), Brain and Behavior Research Foundation NARSAD Young
Investigator Grant (RUC), Alzheimer Society Canada Postdoctoral
Fellowship (DWS), NIH grant T32 HG003284 (VY), CIFAR (OGT),
and NIH R01GM071966 (OGT). We thank Elisabeth Griggs for
assistance with graphics and Jodi Gresack for discussions regarding
the behavior studies.

Mapping the physiological and molecular markers of stress and SSRI antidepressant treatment in S100a10. . .

http://tophat.cbcb.umd.edu/igenomes.shtml
http://tophat.cbcb.umd.edu/igenomes.shtml


Author contributions DS, RUC, EFS, PG, and EKL designed the
study and wrote the manuscript. DS, KEP, DC, DWS, and SKP per-
formed and analyzed electrophysiological experiments. DS, SK, and
RUC conducted and analyzed behavioral experiments. RUC and EFS
performed TRAP experiments. RUC, VY, OGT, and EFS analyzed
TRAP data. DS and EFS performed immunohistology. Final version
was reviewed and approved by all authors.

Compliance with ethical standards

Conflict of interest The authors declare that they have no conflict of
interest.

Publisher’s note: Springer Nature remains neutral with regard to
jurisdictional claims in published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,
adaptation, distribution and reproduction in any medium or format, as
long as you give appropriate credit to the original author(s) and the
source, provide a link to the Creative Commons license, and indicate if
changes were made. The images or other third party material in this
article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not
included in the article’s Creative Commons license and your intended
use is not permitted by statutory regulation or exceeds the permitted
use, you will need to obtain permission directly from the copyright
holder. To view a copy of this license, visit http://creativecommons.
org/licenses/by/4.0/.

References

1. Buyukdura JS, McClintock SM, Croarkin PE. Psychomotor
retardation in depression: biological underpinnings, measurement,
and treatment. Prog Neuropsychopharmacol Biol Psychiatry.
2011;35:395–409.

2. Kapfhammer H-P. Somatic symptoms in depression. Dialogues
Clin Neurosci. 2006;8:227–39.

3. Marvel CL, Paradiso S. Cognitive and neurological impairment
in mood disorders. Psychiatr Clin North Am. 2004;27:19–36,
vii–viii.

4. Schrijvers D, Hulstijn W, Sabbe BGC. Psychomotor symptoms in
depression: a diagnostic, pathophysiological and therapeutic tool.
J Affect Disord. 2008;109:1–20.

5. Sobin C, Sackeim HA. Psychomotor symptoms of depression. Am
J Psychiatry. 1997;154:4–17.

6. Trivedi MH. The link between depression and physical symptoms.
Prim Care Companion J Clin Psychiatry. 2004;6:12–6.

7. Parker G. Classifying depression: should paradigms lost be
regained? Am J Psychiatry. 2000;157:1195–203.

8. Vrieze E, Demyttenaere K, Bruffaerts R, Hermans D, Pizzagalli
DA, Sienaert P, et al. Dimensions in major depressive disorder
and their relevance for treatment outcome. J Affect Disord.
2014;155:35–41.

9. Trautmann S, Rehm J, Wittchen H-U. The economic costs of
mental disorders: do our societies react appropriately to the burden
of mental disorders? EMBO Rep. 2016;17:1245–9.

10. Haber SN. Corticostriatal circuitry. Dialog Clin Neurosci.
2016;18:7–21.

11. Pennartz CMA, Berke JD, Graybiel AM, Ito R, Lansink CS, van
der Meer M, et al. Corticostriatal Interactions during Learning,
Memory Processing, and Decision Making. J Neurosci. 2009;29:
12831–8.

12. Schmidt EF, Warner-Schmidt JL, Otopalik BG, Pickett SB,
Greengard P, Heintz N. Identification of the cortical neurons that
mediate antidepressant responses. Cell. 2012;149:1152–63.

13. Egeland M, Warner-Schmidt J, Greengard P, Svenningsson P.
Neurogenic effects of fluoxetine are attenuated inp11 (S100A10)
knockout mice. Biol Psychiatry. 2010;67:1048–56.

14. Svenningsson P, Greengard P. p11 (S100A10)–an inducible
adaptor protein that modulates neuronal functions. Curr Opin
Pharmacol. 2007;7:27–32.

15. Warner-Schmidt JL, Chen EY, Zhang X, Marshall JJ, Morozov A,
Svenningsson P, et al. A role for p11 in the antidepressant action
of brain-derived neurotrophic factor. Biol Psychiatry. 2010;68:
528–35.

16. Donier E, Rugiero F, Okuse K, Wood JN. Annexin II Light Chain
p11 Promotes Functional Expression of Acid-sensing Ion Channel
ASIC1a. J Biol Chem. 2005;280:38666–72.

17. Egeland M, Warner-Schmidt J, Greengard P, Svenningsson P. Co-
expression of serotonin 5-HT(1B) and 5-HT(4) receptors in p11
containing cells in cerebral cortex, hippocampus, caudate-putamen
and cerebellum. Neuropharmacology. 2011;61:442–50.

18. Girard C, Tinel N, Terrenoire C, Romey G, Lazdunski M,
Borsotto M. p11, an annexin II subunit, an auxiliary protein
associated with the background K+ channel, TASK-1. EMBO J.
2002;21:4439–48.

19. Lee K-W, Westin L, Kim J, Chang JC, Oh Y-S, Amreen B, et al.
Alteration by p11 of mGluR5 localization regulates depression-
like behaviors. Mol Psychiatry. 2015;20:1546–56.

20. Svenningsson P, Chergui K, Rachleff I, Flajolet M, Zhang X, El
Yacoubi M, et al. Alterations in 5-HT1B receptor function by p11
in depression-like states. Science. 2006;311:77–80.

21. Warner-Schmidt JL, Flajolet M, Maller A, Chen EY, Qi H,
Svenningsson P, et al. Role of p11 in cellular and behavioral
effects of 5-HT4 receptor stimulation. J Neurosci. 2009;29:
1937–46.

22. Correia PA, Lottem E, Banerjee D, Machado AS, Carey MR,
Mainen ZF. Transient inhibition and long-term facilitation of
locomotion by phasic optogenetic activation of serotonin neurons.
Elife 2017; 6: https://doi.org/10.7554/eLife.20975.

23. Jacobs BL, Fornal CA. Serotonin and motor activity. Curr Opin
Neurobiol. 1997;7:820–5.

24. Kawashima T. The role of the serotonergic system in motor
control. Neurosci Res. 2018;129:32–9.

25. Kawashima T, Zwart MF, Yang C-T, Mensh BD, Ahrens MB.
The serotonergic system tracks the outcomes of actions to mediate
short-term motor learning. Cell. 2016;167:933–.e20.

26. Miyazaki K, Miyazaki KW, Doya K. The role of serotonin in the
regulation of patience and impulsivity. Mol Neurobiol. 2012;45:
213–24.

27. Langen M, Leemans A, Johnston P, Ecker C, Daly E, Murphy
CM, et al. Fronto-striatal circuitry and inhibitory control in autism:
findings from diffusion tensor imaging tractography. Cortex.
2012;48:183–93.

28. Shepherd GMG. Corticostriatal connectivity and its role in dis-
ease. Nat Rev Neurosci. 2013;14:278–91.

29. Fone KCF, Porkess MV. Behavioural and neurochemical effects
of post-weaning social isolation in rodents-relevance to develop-
mental neuropsychiatric disorders. Neurosci Biobehav Rev. 2008;
32:1087–102.

30. Lukkes JL, Watt MJ, Lowry CA, Forster GL. Consequences of
post-weaning social isolation on anxiety behavior and related
neural circuits in rodents. Front Behav Neurosci. 2009;3:18.

31. Sargin D, Oliver DK, Lambe EK. Chronic social isolation reduces
5-HT neuronal activity via upregulated SK3 calcium-activated
potassium channels. Elife. 2016; 5: https://doi.org/10.7554/eLife.
21416.

D. Sargin et al.

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.7554/eLife.20975
https://doi.org/10.7554/eLife.21416
https://doi.org/10.7554/eLife.21416


32. Sinclair LI, Christmas DM, Hood SD, Potokar JP, Robertson A,
Isaac A, et al. Antidepressant-induced jitteriness/anxiety syn-
drome: systematic review. Br J Psychiatry. 2009;194:483–90.

33. Coulter DM, Pillans PI. Fluoxetine and extrapyramidal side
effects. Am J Psychiatry. 1995;152:122–5.

34. Spigset O. Adverse reactions of selective serotonin reuptake
inhibitors: reports from a spontaneous reporting system. Drug Saf.
1999;20:277–87.

35. Ackerman DL, Greenland S, Bystritsky A, Small GW. Side effects
and time course of response in a placebo-controlled trial of
fluoxetine for the treatment of geriatric depression. J Clin Psy-
chopharmacol. 2000;20:658–65.

36. Kikuchi T, Suzuki T, Uchida H, Watanabe K, Mimura M.
Association between antidepressant side effects and functional
impairment in patients with major depressive disorders. Psychiatry
Res. 2013;210:127–33.

37. Kim EJ, Juavinett AL, Kyubwa EM, Jacobs MW, Callaway EM.
Three types of cortical layer 5 neurons that differ in brain-wide
connectivity and function. Neuron. 2015;88:1253–67.

38. Chen B, Wang SS, Hattox AM, Rayburn H, Nelson SB,
McConnell SK. The Fezf2-Ctip2 genetic pathway regulates the
fate choice of subcortical projection neurons in the developing
cerebral cortex. Proc Natl Acad Sci USA. 2008;105:11382–7.

39. Dembrow NC, Chitwood RA, Johnston D. Projection-specific
neuromodulation of medial prefrontal cortex neurons. J Neurosci.
2010;30:16922–37.

40. Elliott MC, Tanaka PM, Schwark RW, Andrade R. Serotonin
differentially regulates L5 pyramidal cell classes of the medial
prefrontal cortex in rats and mice. eNeuro. 2018; 5: https://doi.org/
10.1523/ENEURO.0305-17.2018.

41. Hagena H, Manahan-Vaughan D. The serotonergic 5-HT4
receptor: a unique modulator of hippocampal synaptic informa-
tion processing and cognition. Neurobiol Learn Mem. 2017;138:
145–53.

42. Cai X, Flores-Hernandez J, Feng J, Yan Z. Activity-dependent
bidirectional regulation of GABA(A) receptor channels by the 5-
HT(4) receptor-mediated signalling in rat prefrontal cortical pyr-
amidal neurons. J Physiol. 2002;540:743–59.

43. Yan Z. Regulation of GABAergic inhibition by serotonin sig-
naling in prefrontal cortex: molecular mechanisms and functional
implications. Mol Neurobiol. 2002;26:203–16.

44. Dringenberg HC, Hargreaves EL, Baker GB, Cooley RK, Van-
derwolf CH. p-chlorophenylalanine-induced serotonin depletion:
reduction in exploratory locomotion but no obvious sensory-
motor deficits. Behav Brain Res. 1995;68:229–37.

45. Blanchard DC, Blanchard RJ, Rodgers RJ. Risk assessment and
animal models of anxiety. In: Olivier B, Mos J, Slangen JL,
(editors.). Animal models in psychopharmacology. Basel: Bir-
khäuser Basel; 1991. p. 117–134.

46. Blanchard DC, Griebel G, Pobbe R, Blanchard RJ. Risk assess-
ment as an evolved threat detection and analysis process. Neurosci
Biobehav Rev. 2011;35:991–8.

47. Andrews PW, Thomson JA Jr. The bright side of being blue:
depression as an adaptation for analyzing complex problems.
Psychol Rev. 2009;116:620–54.

48. Bult A, Lynch CB. Nesting and fitness: lifetime reproductive
success in house mice bidirectionally selected for thermo-
regulatory nest-building behavior. Behav Genet. 1997;27:
231–40.

49. Nikolova YS, Misquitta KA, Rocco BR, Prevot TD, Knodt AR,
Ellegood J, et al. Shifting priorities: highly conserved behavioral
and brain network adaptations to chronic stress across species.
Transl Psychiatry. 2018;8:26.

50. Heiman M, Schaefer A, Gong S, Peterson JD, Day M, Ramsey
KE, et al. A translational profiling approach for the molecular
characterization of CNS cell types. Cell. 2008;135:738–48.

51. Doyle JP, Dougherty JD, Heiman M, Schmidt EF, Stevens TR,
Ma G, et al. Application of a translational profiling approach for
the comparative analysis of CNS cell types. Cell. 2008;135:
749–62.

52. Krishnan A, Zhang R, Yao V, Theesfeld CL, Wong AK, Tadych
A, et al. Genome-wide prediction and functional characterization
of the genetic basis of autism spectrum disorder. Nat Neurosci.
2016;19:1454–62.

53. Sabbe B, van Hoof J, Hulstijn W, Zitman F. Depressive retarda-
tion and treatment with fluoxetine: assessment of the motor
component. J Affect Disord. 1997;43:53–61.

54. Tollefson GD, Sayler ME. Course of psychomotor agitation dur-
ing pharmacotherapy of depression: analysis from double-blind
controlled trials with fluoxetine. Depress Anxiety. 1996;4:
294–311.

55. Hattox AM, Nelson SB. Layer V neurons in mouse cortex pro-
jecting to different targets have distinct physiological properties. J
Neurophysiol. 2007;98:3330–40.

56. Mahon S, Deniau J-M, Charpier S. Corticostriatal plasticity: life
after the depression. Trends Neurosci. 2004;27:460–7.

57. von Nicolai C, Engler G, Sharott A, Engel AK, Moll CK, Siegel
M. Corticostriatal coordination through coherent phase-amplitude
coupling. J Neurosci. 2014;34:5938–48.

58. Zagha E, Casale AE, Sachdev RNS, McGinley MJ, McCormick
DA. Motor cortex feedback influences sensory processing by
modulating network state. Neuron. 2013;79:567–78.

59. Felger JC, Li Z, Haroon E, Woolwine BJ, Jung MY, Hu X, et al.
Inflammation is associated with decreased functional connectivity
within corticostriatal reward circuitry in depression. Mol Psy-
chiatry. 2016;21:1358–65.

60. Hammar Å, Neto E, Clemo L, Hjetland GJ, Hugdahl K, Elliott R.
Striatal hypoactivation and cognitive slowing in patients with
partially remitted and remitted major depression. Psych J.
2016;5:191–205.

61. Avesar D, Gulledge AT. Selective serotonergic excitation of cal-
losal projection neurons. Front Neural Circuits. 2012;6:12.

62. Stephens EK, Avesar D, Gulledge AT. Activity-dependent ser-
otonergic excitation of callosal projection neurons in the mouse
prefrontal cortex. Front Neural Circuits. 2014;8:97.

63. Soiza-Reilly M, Goodfellow NM, Lambe EK, Commons KG.
Enhanced 5-HT1A receptor-dependent feedback control over
dorsal raphe serotonin neurons in the SERT knockout mouse.
Neuropharmacology. 2015;89:185–92.

64. Goodfellow NM, Sargin D, Ansorge MS, Gingrich JA, Lambe
EK. Mice with compromised 5-HTT function lack
phosphotyrosine-mediated inhibitory control over prefrontal 5-HT
responses. J Neurosci. 2014;34:6107–11.

65. Pranzatelli MR, Snodgrass SR. Enhanced selective 5-HT deple-
tions in the DHT rat model: Denervation supersensitivity and
recovery of function. Psychopharmacology. 1986;89:449–55.

66. Wang RY, de Montigny C, Gold BI, Roth RH, Aghajanian GK.
Denervation supersensitivity to serotonin in rat forebrain: Single
cell studies. Brain Res. 1979;178:479–97.

67. Conn PJ, Sanders-Bush E. Regulation of serotonin-stimulated
phosphoinositide hydrolysis: relation to the serotonin 5-HT-2
binding site. J Neurosci. 1986;6:3669–75.

68. Eison AS, Mullins UL. Regulation of central 5-HT2A receptors: a
review of in vivo studies. Behav Brain Res. 1996;73:177–81.

69. Soria-Fregozo C, Pérez-Vega MI, González-Burgos I, Feria-
Velasco A, Beas-Zárate C. Prefrontal serotonergic denervation
induces increase in the density of 5-HT2A receptors in adult rat
prefrontal cortex. Neurochem Res. 2008;33:2350–7.

70. Carhart-Harris RL, Bolstridge M, Rucker J, Day CMJ, Erritzoe D,
Kaelen M. et al. Psilocybin with psychological support for
treatment-resistant depression: an open-label feasibility study.
Lancet Psychiatry. 2016;3:619–27.

Mapping the physiological and molecular markers of stress and SSRI antidepressant treatment in S100a10. . .

https://doi.org/10.1523/ENEURO.0305-17.2018
https://doi.org/10.1523/ENEURO.0305-17.2018


71. D’haenen H, Bossuyt A, Mertens J, Bossuyt-Piron C, Gijsemans
M, Kaufman L. SPECT imaging of serotonin2 receptors in
depression. Psychiatry Res. 1992;45:227–37.

72. Mintun MA, Sheline YI, Moerlein SM, Vlassenko AG, Huang Y,
Snyder AZ. Decreased hippocampal 5-HT2A receptor binding in
major depressive disorder: in vivo measurement with [18F]
altanserin positron emission tomography. Biol Psychiatry.
2004;55:217–24.

73. Muguruza C, Miranda-Azpiazu P, Díez-Alarcia R, Morentin B,
González-Maeso J, Callado LF, et al. Evaluation of 5-HT2A and
mGlu2/3 receptors in postmortem prefrontal cortex of subjects
with major depressive disorder: effect of antidepressant treatment.
Neuropharmacology. 2014;86:311–8.

74. Sheline YI, Mintun MA, Barch DM, Wilkins C, Snyder AZ,
Moerlein SM. Decreased hippocampal 5-HT(2A) receptor
binding in older depressed patients using [18F] altanserin
positron emission tomography. Neuropsychopharmacology.
2004;29:2235–41.

75. Shelton RC, Sanders-Bush E, Manier DH, Lewis DA. Elevated 5-
HT 2A receptors in postmortem prefrontal cortex in major
depression is associated with reduced activity of protein kinase A.
Neuroscience. 2009;158:1406–15.

76. Yatham LN, Liddle PF, Shiah IS, Scarrow G, Lam RW, Adam
MJ, et al. Brain serotonin2 receptors in major depression: a
positron emission tomography study. Arch Gen Psychiatry.
2000;57:850–8.

77. Allen JA, Yadav PN, Roth BL. Insights into the regulation of 5-
HT2A serotonin receptors by scaffolding proteins and kinases.
Neuropharmacology. 2008;55:961–8.

78. Strachan RT, Allen JA, Sheffler DJ, Roth BL. p90 ribosomal S6
kinase 2, a novel GPCR kinase, is required for growth factor-
mediated attenuation of GPCR signaling. Biochemistry.
2010;49:2657–71.

79. Damjanoska KJ, Van de Kar LD, Kindel GH, Zhang Y,
D’Souza DN, Garcia F, et al. Chronic fluoxetine differentially
affects 5-hydroxytryptamine (2A) receptor signaling in frontal
cortex, oxytocin- and corticotropin-releasing factor-containing
neurons in rat paraventricular nucleus. J Pharmacol Exp Ther.
2003;306:563–71.

80. Hrdina PD, Vu TB. Chronic fluoxetine treatment upregulates 5-
HT uptake sites and 5-HT2 receptors in rat brain: an autoradio-
graphic study. Synapse. 1993;14:324–31.

81. Sawyer EK, Mun J, Nye JA, Kimmel HL, Voll RJ, Stehouwer
JS, et al. Neurobiological changes mediating the effects of
chronic fluoxetine on cocaine use. Neuropsychopharmacology.
2012;37:1816–24.

82. Marek GJ, Carpenter LL, McDougle CJ, Price LH. Synergistic
action of 5-HT2A antagonists and selective serotonin reuptake
inhibitors in neuropsychiatric disorders. Neuropsychopharmacol-
ogy. 2003;28:402–12.

83. Weisstaub NV, Zhou M, Lira A, Lambe E, González-Maeso J,
Hornung J-P, et al. Cortical 5-HT2A receptor signaling modulates
anxiety-like behaviors in mice. Science. 2006;313:536–40.

84. Dam M, Tonin P, De Boni A, Pizzolato G, Casson S, Ermani M,
et al. Effects of fluoxetine and maprotiline on functional recovery
in poststroke hemiplegic patients undergoing rehabilitation ther-
apy. Stroke. 1996;27:1211–4.

85. Pleger B, Schwenkreis P, Grünberg C, Malin J-P, Tegenthoff M.
Fluoxetine facilitates use-dependent excitability of human primary
motor cortex. Clin Neurophysiol. 2004;115:2157–63.

86. Scali M, Begenisic T, Mainardi M, Milanese M, Bonifacino T,
Bonanno G, et al. Fluoxetine treatment promotes functional
recovery in a rat model of cervical spinal cord injury. Sci Rep.
2013;3:2217.

87. Yamazaki J, Fukuda H, Nagao T, Ono H. 5-HT2/5-HT1C
receptor-mediated facilitatory action on unit activity of ventral
horn cells in rat spinal cord slices. Eur J Pharm. 1992;220:237–42.

88. Demireva EY, Suri D, Morelli E, Mahadevia D, Chuhma N,
Teixeira CM et al. 5-HT2C receptor blockade reverses SSRI-
associated basal ganglia dysfunction and potentiates therapeutic
efficacy. Mol Psychiatry. 2018. https://doi.org/10.1038/s41380-
018-0227-x.

89. Vilaró MT, Cortés R, Mengod G. Serotonin 5-HT4 receptors and
their mRNAs in rat and guinea pig brain: distribution and effects
of neurotoxic lesions. J Comp Neurol. 2005;484:418–39.

90. Dulawa SC, Holick KA, Gundersen B, Hen R. Effects of chronic
fluoxetine in animal models of anxiety and depression. Neu-
ropsychopharmacology. 2004;29:1321–30.

91. Heiman M, Kulicke R, Fenster RJ, Greengard P, Heintz N. Cell
type-specific mRNA purification by translating ribosome affinity
purification (TRAP). Nat Protoc. 2014;9:1282–91.

92. Kim D, Pertea G, Trapnell C, Pimentel H, Kelley R, Salzberg SL.
TopHat2: accurate alignment of transcriptomes in the presence of
insertions, deletions and gene fusions. Genome Biol. 2013;14:
R36.

93. Trapnell C, Williams BA, Pertea G, Mortazavi A, Kwan G, van
Baren MJ, et al. Transcript assembly and quantification by RNA-
Seq reveals unannotated transcripts and isoform switching during
cell differentiation. Nat Biotechnol. 2010;28:511–5.

94. Robinson MD, McCarthy DJ, Smyth GK. Edger: a bioconductor
package for differential expression analysis of digital gene
expression data. Bioinformatics. 2010;26:139–40.

95. Greene CS, Krishnan A, Wong AK, Ricciotti E, Zelaya RA, Him-
melstein DS, et al. Understanding multicellular function and disease
with human tissue-specific networks. Nat Genet. 2015;47:569–76.

96. [PDF] Exploring network structure, dynamics, and function using
NetworkX. https://conference.scipy.org/proceedings/scipy2008/pa
per_2/full_text.pdf.

97. Hagberg A, Schult D, Swart P. In Proceedings of 7th Python in
Science Conference. Pasadena, CA USA; 2008. p. 11–15.

D. Sargin et al.

https://doi.org/10.1038/s41380-018-0227-x
https://doi.org/10.1038/s41380-018-0227-x
https://conference.scipy.org/proceedings/scipy2008/paper_2/full_text.pdf
https://conference.scipy.org/proceedings/scipy2008/paper_2/full_text.pdf

	Mapping the physiological and molecular markers of stress and SSRI antidepressant treatment in S100a10 corticostriatal neurons
	Abstract
	Introduction
	Results
	S100a10-expressing pyramidal neurons show distinctive 5-HT responses and enhanced excitability
	Prolonged social isolation and chronic fluoxetine treatment affect 5-HT-elicited excitatory responses of S100a10 neurons
	The role of 5-HT1A and 5-HT2A receptors in serotonergic responses to stress and fluoxetine in cortical S100a10 neurons
	Behavioral heterogeneity following chronic fluoxetine treatment
	Molecular profiling of S100a10 neurons following chronic social isolation and Flx treatment
	Flx treatment normalizes pathways related to 5-HT2A receptor signaling in S100a10 cells

	Discussion
	Materials and Methods
	Experimental animals
	Electrophysiology
	Pharmacology
	Immunohistochemistry
	Behavior
	Homecage recording
	Open field
	Statistical analysis
	Cell-type-specific mRNA purification by translating ribosome affinity purification (TRAP)
	RNA-seq data analysis
	5-HT2A receptor pathway interaction analysis

	ACKNOWLEDGMENTS
	Compliance with ethical standards

	ACKNOWLEDGMENTS
	References




